PLNT2530 - Plant Biotechnology
Assignment 2

How to display bilncbi results

Because the QUERY term in column A might be very long, copy the term from the blncbi results to
your report as text, and then for the screenshot, display the results window such that most of the space
is taken up by column B. (Copy the QUERY by clicking on the QUERY cell in column A, typing
CTRL-c, and then pasting the text into your report using CTRL-v.)

Using the bluescript example from the tutorial, if query term 1 was set to Title: phagemid and Division:
syn, you would display the results as follows:

#QUERY: phagemid [TITL] AND syn [Division] AND 1:500000[SLEN]
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In this example, only a few results are shown. In your report, there should a small enough number of
hits that you can display all hits in the window by adjusting the height of the window.



