BAFig. 4 1 30 31 60 61 90 1 Pattern ------------------------------ -----rXXXXirXXPXLrAXETGXTXXXXX XrXcoTRXXXXXXXXrEXrcEXFfXRjjfa 2 2PLV_1 --------GSSSTXXXXXXXXXAATSRDAL PNTEASGPTHSKEIPALTAVETGATNPLVP SDTVQTRHVVQHRSRSESSIESFFARGACV 2PLV_1.ss --------cceeccccccccccccttttcc cccccccccccccccceecccccccccccc cccccccccccccccgggchhhhhccceee 3 POLG$POL32 574/AAMPQGVDDLITEVAQNALALSLPKPQSNL PDTKASGPAHSKEVPTLTAVETGATNPLVP SDTVQTRHVIQQRSRSESTIESFFARGACV 4 POLG$COXB4 553/RMLRTDQFIKQTNFYQGPTEESVERAMGRV ADTIARGPSNSEQIPALTAVETGHTSQVDP SDTMQTRHVHNYHSRSESSIENFLCRSACV 5 POLG$SVDVH 553/RMLKTDPFIKQDNFFQGPPGEVVERAIARV ADTIGSGPVNSESIPALTAAETGHTSQVVP SDTMQTRHVKNYHSRSESTVENFLCRSACV 6 POLG$COXB1 555/RMLKTDPFIRQDNFYQGPVEESVERAMVRV ADTVSSKPTNSESIPALTAAETGHTSQVVP SDTMQTRHVKNYHSRSESSIENFLCRSACV 7 1RMU_1 -----------------------------T VASISSGPKHTQKVPILTANETGATMPVLP SDSIETRTTYMHFNGSETDVECFLGRAACV 1RMU_1.ss -----------------------------c eeeccccccccccccceecccccccccccc cccccccceecccccrrrchhhhhccceee 8 2RS5_1 -----------------------------T VASISSGPKHTQKVPILTANETGATMPVLP SDSIETRTTYMHFNGSETDVECFLGRAACV 2RS5_1.ss -----------------------------c eeeccccccccccccceecccccccccccc cccccccceecccccrrrchhhhhccceee 9 POLG$HRV89 562/DTNLHTQEGVLTQNPVENYIDSVLNEVLVV PNIQPSTSVSSHAAPALDAAETGHTSSVQP EDMIETRYVITDQTRDETSIESFLGRSGCI10 POLG$HRV2 555/DTNLHTQSGAIAQNPVENYIDEVLNEVLVV PNINSSNPTTSNSAPALDAAETGHTSSVQP EDVIETRYVQTSQTRDEMSLESFLGRSGCI11 1R1A_1 -----------------NYIDEVLNEVLVV PNIKESHHTTSNSAPLLDAAETGHTSNVQP EDAIETRYVITSQTRDEMSIESFLGRSGCV 1R1A_1.ss -----------------chhhhhccccccc cccccccccccccttttcccccccccccch hhhcccccccccccccccchhhhhccceee12 POLG$BOVEV 551/DMTQTAILQNDPGKMLKDAIDKQVAGALVA GTTTSTHSVATDSTPALQAAETGATSTARD ESMIETRTIVPTHGIHETSVESFFGRSSLV 91 113 120 121 150 151 180 1 Pattern XXXXfXgggggggggggXXXXfXXWXcrXr rXXQcXXnXXXFTYXRfDXEfTfcXXXXgg gggXXXXXXXXXXXQXMYaPPGhPXPrrXr 2 2PLV_1 TIMTVDN----PASTTNKDKLFAVWKITYK DTVQLRRKLEFFTYSRFDMELTFVVTAN-- FTETNNGHALNQVYQIMYVPPGAPVPEKWD 2PLV_1.ss eeeeeee----cttttcccccceeeecccc ccchhhhhhcceeeeeeeeeeeeeeeee-- eccccccccccceeeeeeettttccccttt 3 POLG$POL32 AIIEVDN----EQPATNVQKLFATWRITYK DTVQLRRKLEFFTYSRFDMEFTFVVTAN-- FTNSNNGHALNQVYQIMYIPPGAPTPKSWD 4 POLG$COXB4 IYIKYSS------AESNNLKRYAEWVINTR QVAQLRRKMEMFTYIRCDMELTFVITSHQE MSTATNSDVPVQTHQIMYVPPGGPVPTSVN 5 POLG$SVDVH FYTTYKN-------HDSDGDNFAYWVINTR QVAQLRRKLEMFTYARFDLELTFVITSTQE QPTVRGQDTPVLTHQIMYVPPGGPVPTKVN 6 POLG$COXB1 YYATYN---------NNSEKGYAEWVINTR QVAQLLRRKLEFTYLRFDLELTFVITSAQE PSTATSVDAPVQTQQIMYVPPGGPVPTKVT 7 1RMU_1 HVTEIQNKDATGIDNHREAKLFNDWKINLS SLVQLRKKLELFTYVRFDSEYTILATAS-- -QPDSANYSSNLVVQAMYVPPGAPNPKEWD 1RMU_1.ss eeeeeeeccttttcccccccceeeeecccc cchhhhhhhcceeeeeeeeeeeeeeeee-- -ccccccccccceeeeeecttttccccttt 8 2RS5_1 HVTEIQNKDATGIDNHREAKLFNDWKINLS SLVQLRKKLELFTYVRFDSEYTILATAS-- -QPDSANYSSNLVVQAMYVPPGAPNPKEWD 2RS5_1.ss eeeeeeeccttttcccccccceeeeccctt tthhhhhhhcceeeeeeeeeeeeeeeee-- -ccccccccccceeeeeeettttccccttt 9 POLG$HRV89 AMIEFN-TSSDKTEHDKIGKGFKTWKVSLQ EMAQIRRKYELFTYTRFDSEITIVTAAA-- ---AQGNDSGHIVLQFMYVPPGAPVPEKRD10 POLG$HRV2 HESKLE-----VTLANYNKENFTVWAINLQ EMAQIRRKFELFTYTRFDSEITLVPCIS-- ---ALSQDIGHITMQYMYVPPGAPVPNSRD11 1R1A_1 HISRIK---VDYTDYNGQDINFTKWKITLQ EMAQIRRKFELFTYVRFDSEITLVPCIA-- ---GRGDDIGHIVMQYMYVPPGAPIPSKRN 1R1A_1.ss eeeeee---cccccccttttcceeeecccc cchhhhhhJKtAeeeeeeeeeeeeeeee-- ---eccccccccceeeeeeccccccccccc12 POLG$BOVEV GMPLLA-----------TGTSITNWRIDFR EFVQLRAKMSWFTYMRFDVEFTIIATSS-- -TGQNVTTEQHTTYQVMYVPPGAPVPSNQD 181 210 211 240 241 270 1 Pattern rdXWQijXNXSaFXrXXgXXjpficPdcjX jrAYXXfYDGdXXgggggggggggXXXXYj XXXXlXfGXcXXRXcrgggXXXXXXXXraf 2 2PLV_1 DYTWQTSSNPSIFYTYGTAPARISVPYVGI SNAYSHFYDGFSKVPLK-DQSAALGDSLYG AASLNDFGILAVRVVNDHNPTKVTSKIRVY 2PLV_1.ss tgggcccccceeeettttcceeeeeccccc ccceecccccccccctt ttchhhhccttt tccccccceeeeeecccccccceeeeeeee 3 POLG$POL32 DYTWQTSSNPSIFYTYGAAPARISVPYVGL ANAYSHFYDGFAKVPLKSDANDQVGDSLYS AMAVDDFGVLAIRVVNDHNPTKVTSKVRVY 4 POLG$COXB4 DYVWQTSTNPSIFWTEGNAPPRMSIPFMSI GNAYTMFYDGWSNFS---------RDGIYG YNSLNNMGTIYARHVNDSSPGGLTSTIRIY 5 POLG$SVDVH SYSWQTSTNPSVFWTEGSAPPRMSIPFIGI GNAYSMFYDGWARFD---------KQGTYG TSTLNNMGTLYMRHVNDGGPGPIVSTVRIY 6 POLG$COXB1 DYAWQTSTNPSVFWTEGNAPPRMSIPFISI GNAYSCFYDGWTQFS---------RNGVYG INTLNNMGTLYMRHVNEAGQGPIKSTVRIY 7 1RMU_1 DYTWQSASNPSVFFKVG-DTSRFSVPYVGL ASAYNYFYDGYSHDD---------AETQYG ITVLNHMGSMAFRIVNEHDEHKTLVKIRVY 1RMU_1.ss tgggcccccceeeettt-teeeeeeccccc ccceecccccccccc---------cccccc cccccccceeeeeecccccccceeeeeeee 8 2RS5_1 DYTWQSASNPSVFFtVG-DTSRFSVPYVGL ASAYNCFYDGYSHDD---------AETQYG ITVLNHMGSMAFRIVNEHDEHKTLVKIRVY 2RS5_1.ss tgggcccccceeeettt-teeeeeeccccc ccceecccccccccc---------cccccc cccccccceeeeeecccccccceeeeeeee 9 POLG$HRV89 DYTWQSGTNASVFWQEGQPYPRFTIPFMSI ASAYYMFYDGYDGDS---------AASKYG SVVTNDMGTICVRIVTSNQKHDSNIVCRIY10 POLG$HRV2 DYAWQSGTNASVFWQHGQAYPRFSLPFLSV ASAYYMFYDGYDE-----------QDQNYG TANTNNMGSLCSRIVTEKHIHKVHIMTRIY11 1R1A_1 DFSWQSGTNMSIFWQHGQPFPRFSIPFLSI ASAYYMFYDGYDG---------DNTSSKYG SVVTNDMGTICSRIVTEKQKLSVVITTHIY 1R1A_1.ss ccccctttteeeeettttccceeeeccccc ccceecccccccc---------cttttcct tttccccceeeeettttccccceeeeeeee12 POLG$BOVEV SFQWQSGCNPSVFADTDGPPAQFSVPFMSS ANAYSTVYDGYAR-------FMDTDPDRYG ILPSNFLGFMYFRTLE---DAAHQVRFRIC 271 300 301 320 91 113 1 Pattern XnXKHXrXdfPRjPRXXXYgXXXXXXdXXX ggXXXXXXXXXXr------- 1 Pattern XXXXfgggggggggggXXXXXfX 2 2PLV_1 LKPKHIRVWCPRPPRAVAY-YGPGVDYKDG T-LTPLSTKDLTTY------ 2 2PLV_1 TIMTVDN----PASTTNKDKLFA 2PLV_1.ss eeeeeeeeeeecccccccc-cccccccttt t-cccccccttttc------ 2PLV_1.ss eeeeeee----cttttcccccce 3 POLG$POL32 MKPKHVRVWCPRPPRAVPY-YGPGVDYKDG --LAPLSEKGLTTYGFGHQN\ 3 POLG$POL32 AIIEVDN----EQPATNVQKLFA 4 POLG$COXB4 FKPKHVKAYVPRPPRLCQYKKAKSVNFDVE A-VTAERASLITTGPYGHQS\ 4 POLG$COXB4 IYIKYSS------AESNNLKRYA 5 POLG$SVDVH FKPKHVKTWVPRPPRLCQYQKAGNVNFEPT --GVTEGRTDITTMKTTGAF\ 5 POLG$SVDVH FYTTYKN-------HDSDGDNFA 6 POLG$COXB1 FKPKHVKAWVPRPPRLCQYEKQKNVNFNPT --GVTTTRSNITTTGAFGQQ\ 6 POLG$COXB1 YYATYN---------NNSEKGYA 7 1RMU_1 HRAKHVEAWIPRAPRALPYTSIGRTNYPKN --TEPVIKKRKGDIKSY--- 7 1RMU_1 HVTEIQNKDATGIDNHREAKLFN 1RMU_1.ss eeeeeeeeeeecccccccccttttcccccc --ccccccccccttttc--- 1RMU_1.ss eeeeeeeccttttccccccccee 8 2RS5_1 HRAKHVEAWIPRAPRALPYTSIGRTNYPKN --TEPVIKKRKGDIKSY--- 8 2RS5_1 HVTEIQNKDATGIDNHREAKLFN 2RS5_1.ss eeeeeeeeeeecccccccccttttcccccc --ccccccccccttttc--- 2RS5_1.ss eeeeeeeccttttccccccccee 9 POLG$HRV89 HKAKHIKAWCPRPPRAVAYQHTHSTNYIPS NGEATTQIKTRPDVFTVTNV\ 9 POLG$HRV89 AMIEFN-TSSDKTEHDKIGKGFK10 POLG$HRV2 HKAKHVKAWCPRPPRALEYTRAHRTNFKIE --DRSIQTAIVTRPIITTAG\ 10 POLG$HRV2 HESKLE-----VTLANYNKENFT11 1R1A_1 HKAKHTKAWCPRPPRAVPYTHSHVTNYMPE TGDVTTAIVRRNTITTA--- 11 1R1A_1 HISRIK---VDYTDYNGQDINFT 1R1A_1.ss eeeeeeeeeeeccccccccccccccccccc ccccccccccccttttc--- 1R1A_1.ss eeeeee---cccccccttttcce12 POLG$BOVEV AKIKHTSCWIPRAPRQAPYKKRYNLVFSGD SDRICSNRASLTSYGPFGQQ\ 12 POLG$BOVEV GMPLL-----------ATGTSIT